seqWell Tagify™ Reagent Comparison Guide @seq

Reagents Tagify™ i5 UMI Tagify Custom

- Gene editing on/off-target analysis assays

Primary Applications Gene editing on/off-target analysis assays + Chromatin accessibility assays
« Any application requiring DNA fragmentation & tagging

Transposase Enzyme Hyperactive Tn5 TnX or Hyperactive Tn5
Sample Types Genomic DNA Genomic DNA
Custom
Up to 24 unique: . i5/i7
Barcoding Strategy + 10 bp i5 barcode - Universal adapters
+ 10 bp UMI sequence - Customer-specified oligo
- UMI, UDI, CDI

« 1 or 4 sets of Tagify i5 UMI 24 stamped in 96-well
Reactions/Kit microtiter plate N/A
« Custom dispense

DNA Input

Recommended 50 ng Dependent on customer application
Standard Di . L . . -
V;zniar/wellslpense 3 ulor 4 plin 96-well microtiter plate Custom dispense in tube or plate (10 gl minimum volume)

800-2000 bp (using region mode with a range of

Output F tR
utput Fragment Range 200-7500 bp)

Fragment range designed to meet customer needs
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